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OsAFP1DIMBE AN
Al AHERMED ICs0 (MM)  MIC (uM)
Streptococcus mutans JCM5705 > 64 uyM > 64 uM
I35 LEHEHE Staphylococcus aureus NBRC 12732 > 64 uM > 64 uM
Propionibacterium acnes JCM 6473 > 64 uM > 64 uM
Porphyromonas gingivalis ATCC 33277 > 64 uM > 64 uM
T LIEEHE
Escherichia coli K—12 > 64 uM > 64 uM
Candida albicans CAl4 2 uM 4 uM
EH Saccharomyces cerevisiae BY4742 3 uM 4 uM
Saccharomyces cerevisiae S288C 12 uM 16 uM

IC;, : Half maximal (50%) inhibitory concentration
MIC : Minimum inhibitory concentration

Sci. Rep., 8, 11434, 2018
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KOE OsAFP14LEE

@ Hfa%L - 2x10° cells/mL @ OsAFP1EE : 16 M (MIC X 4)
@ LIERFME - 0.5 h Q@1 Fa1~—KEE: 30°C

Sci. Rep., 8, 11434, 2018
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Lysophosphatidic Acid § = {1 Sphingosine—1—-phosphate

Lysophosphatidic Acid PI(3,4)P,
Phosohatidylinositol (PI) i PI1(3,5)P,
@ { Pi45)P,
PIaP | & | PiGASP,
PI(5)P Phosphatidic Acid
Phosphatidylethanolamine Phosphatidylserine
Phosphatidylcholine Blue Blank
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J. Biosci. Bioeng., 130, 6—-13, 2020
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Membrane Lipid Strips
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or Triglyceride
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Sphingo Strips

Phosphatidylinositol (PI)
Sphingosine

Phosphatidylcholine

Phosphatidylglycerol

Cardiolipin

PtdIns(4)P

Sphingosine—1-phosphate
PtdIns(4,5)P2 Phytosphingosine
PtdIns(3,4,5)P; Ceramide
Cholesterol Sphingomyelin
Sphingomyelin (SM) Sphingosylphosphorylcholine
3-Sulfogalactosylceramide Lysophosphatidic Acid
or Sulfatide
Blue Blank Myriocin

Monosialoganglioside
-GM1

? Disiaganglioside
| _GD3

Sulfatide
Psyshosine
Cholesterol
Lysophosphocholine

Phosphatidylcholine

: z i Blue Blank

J. Biosci. Bioeng., 130, 6—-13, 2020
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Gene Ontology f&#T (FIHEEHM)

cell wall organization or biogenesis (PIR3, CWP1, GSC2)

ion transport (FRE7, ZRT1, CTR1)

response to chemical (HSP12, YKL107W, ADR1)

transmembrane transport (ZRT1, FET4, HXT5)

Biological cellular amino acid metabolic process (ARO10, LYS9, LYS12)
response to osmotic stress (HSP12, GPP2, SSK22)

lipid metabolic process (PLB1, FLC2, YSR3)
carbohydrate metabolic process (GSC2, AMS1, GPP2)
meiotic cell cycle (CWP1, GSC2, RCK1)

sporulation (CWP1, GSC2, LDS2)

protein phosphorylation (YPK2, SSK22, RCK1)
oxidoreductase activity (FRE7, YPLO88W, LYS9)
transmembrane transporter activity (ZRT1, CTR1, FET4)
Molecular kinase activity (KDX1, YPK2, SSK22)
function glycosyltransferase activity (GSC2, CRH1, SUR1)
structural molecule activity (PIR3, CWP1, SED1)

mRNA binding (CRG1, LYS1, ACOT1)

plasma membrane (FRE7, RTA1, HSP12)

cytoplasm (HSP12, CTR1, ARO10)

endoplasmic reticulum (RTA1, ZRT1, YKL107W)

mitochondrion (SHH3, SED1, NDE2)

membrane (CWP1, GSC2, AMS1)

cell wall (PIR3, CWP1, PST1)

vacuole (CWP1, PST1, NCW2)

nucleus (HSP12, CTR1, YPK?2)

mitochondrial envelope (GTT1, CTP1, IML2)

process
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Gene Ontology f##T (HIRFA)

lon transport (MEP2, ATR1, SAM3)

i i cellular amino acid metabolic process

Biological (MET6, PUT1, SAM2)

process transmembrane transport (SEO1, MEP2, FTR1)

response to chemical (FRM2, MF(ALPHA)Z2, YKLO71W)

transmembrane transporter activity

(OPT1, MMP1, SEOT)

Molecular . oreductase activity (FRM2, PUTT, YKLO71W)
function

phosphatase activity (PHO12, PHO11, PHOS5)
plasma membrane (OPT1, MMP1, MEP2)
cytoplasm (MET6, FRM2, YKLO71W)

vacuole (MF(ALPHA)2, PHO12, ATR1)
membrane (MF(ALPHA)2, PHO12, ATR1)
nucleus (FRM2, CAR1, AAH1)
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